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What is GO?

= The Gene Ontology (GO) project is a collaborative
effort to address the need for consistent
descriptions of gene products In different
databases. The project began as a collaboration
between three model organism databases, FlyBase
(Drosophila), the Saccharemyces Genome

Database (SGD) and the Mouse Genome
Database (MGD), in 1998.
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What is GO?

The GO project has developed three structured
controlled vocabularies (ontologies) that describe
gene products In terms of their associated
biological processes, cellular components and
molecular functions In a species-independent
manner. There are three separate aspects to this
effort: first, the development and maintenance of
the ontologies themselves; second, the annotation
of gene products, which entails making
assoclations between the ontologies and the genes
and gene products in the collaborating databases;
and third, development of tools that facilitate the
creation, maintenance and use of ontologies.



What is an ontology?

Ontologies are ‘'specifications of a relational
vocabulary'. In other words they are sets of defined
terms like the sort that you would find In a
dictionary, but the terms are networked. The terms
In @ given vocabulary are likely to be restricted to
those used in a particular field, and in the case of
GO, the terms are all biological.



The Ontologies

The three organizing principles of GO are cellular
component, biological process and molecular
function. A gene product might be associated
with or located In one or more cellular
components; it Is active in one or more biological
processes, during which it performs one or more
molecular functions. For example, the gene
product cytochrome c can be described by the
molecular  function  term oxidoreductase
activity, the biological process terms oxidative
phosphorylation and induction of cell death,
and the cellular component terms mitochondrial
matrix and mitochondrial inner membrane.



* Biological process ontology:

* Molecular function ontology:

* Cellular component ontology:



Terms in the Gene Ontology

Each entry in GO has a uniqgue numerical
identifier of the form GO:nnnnnnn, and a
term name, e.g. cell, fibroblast growth
factor receptor binding or signal
transduction. Each term Is also assigned
to one of the three ontologies, molecular
function, cellular component or biological
Process.

Many GO terms have synonyms; GO uses
'synonym' in a loose sense, as the names
within the synonyms field may not mean
exactly the same as the term they are
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The Gene Ontology
is like a dictionary

Each
concept has:

° a hame
 a definition

e an ID number

term: transcription initiation

ID: GO:0006352

definition: Processes involved
In the assembly of the RNA
polymerase complex at the
promoter region of a DNA
template resulting in the
subsequent synthesis of

RNA from that promoter.




Species-specific terms

The convention Is to Include any
term that can apply to more than
one taxonomic class of organism. To
specify the class of organisms to
which a term is applicable, GO uses
the designator sensu, 'In the sense
of'; for example, trichome
differentiation(sensu

Magnoliophyta) represents the
differentiation of plant hair cells



Obsolete terms

The term and ID still exist in the GO
database, but the term is marked as
obsolete, and a comment added,
giving a reason for the obsoletion
and recommending alternative terms
where appropriate.



What GO is NOT

Gene products: e.g. cytochrome c is not in the ontologies,
but attributes of cytochrome c, such as oxidoreductase
activity, are.

Processes, functions or components that are unique to
mutants or diseases: e.g. oncogenesis is not a valid GO
term because causing cancer Is not the normal function of
any gene.

Attributes of sequence such as intron/exon parameters:
these are not attributes of gene products and will be
described in a separate sequence ontology (see the OBO
website  for more information).

Protein domains or structural features.
Protein-protein interactions.
Environment, evolution and expression.

Anatomical or histological features above the level of
cellular components, including cell types.

GO is not a database of gene sequences, nor a catalog of
gene products. Rather, GO describes how gene products


http://obo.sourceforge.net/
http://obo.sourceforge.net/
http://obo.sourceforge.net/

% the Gene Ontology - Mozilla Firefox

Archiva Editar  Yer Historial Marcadores Herramientas  Avuda

) \) ﬁ E“#) ‘3)‘) @ "5 hitbp: v, geneontology orgfindes:, shml

o rrimeros pasos £ Ulkimas naticias E'r Coldrke | El Arke en C.. Pagma de Inicio de Mo, :='r .

G'Dwglf @ | gene onkology ¥ PCleuscar D B2 Pagma"“ff Correctar ortografica €[

*" the Gene Ontology ") |\'{'Gene Ontalagy - Wikipedia, the free enc... _}l

Search | |

the Gene Ontology [gens or protein namel™]

Open menus
o Gene Ontology Home
FAQ

Downloads Tha Gene Ontology project provides a controlled vocabulary to describe gene and gene product

el at ributes in any organism. Read more about the Gene Ontology. ..

Documentation

About GO Search the Gene Ontolo
Contact GO _

Site Map Search for genes, proteins or GO ferms Using AmMiGo

| |

® gene or protein name OGO term or ID

AmMIGD iz the offical GO browser and search engine, Browse the Gene Ontology with AmiGo,

GO website

0 downloads, including ontology files, annotations and the GO database
Tools for using GO, incduding QBO-Edit downloads and AmMIGo

Request new terms or ontology changes via the GO curator requests tracker; help with new term
submission is available,

w
&) 102825
+# Inicio % the




%3 GO Freguently Asked Questions - Mozilla Firefox

Archivo  Editar  Wer Historial Marcadores  Hetramientas Avuda

O. ﬁ o 7D 5 :
. ) a \'b; ';_; L"J) http:,l',l'www.ebi.ac.uk,l'Faq,l'cgi—bin,l'gn?editCmds=hide&file=18&<evwords=login&shc L @ a

W Primeros pasos B2} Oltimas noticias % Colarte | El Arte en C... Pégina de Inicio de Mo... .
GC}.:3|E & | gene ontology L4 (&) Buscar \_)a:_i_’; Fageﬂankaac Corrector ortogréfico ) EOpciones & @ gene @ onbology

GO Frequently Asked Questions G I\\L" Gene Ontology - Wikipedia, the free enc... _JI

co. |GENE ONTOLOGY™ CONSORTIUM

g GO Frequently Asked Questions

Subcategories:

CGreneral (GO

Searching and browsing GO
=7 Annotations

GO content

Ei Y apping other classification systems to GO
Software and tools

= Applications of GO

G0 consortium

Ei Cite or redistribute GO
Contribute to GO

i The Faq-O-Ifatic

=i File Formats

=1 GO database

Lnswers m this category:

Ifyou do not find the answer to your question here, vou can email gohelp@genome. stanford. edu

[Hew Answerin "30 Fregquently A sked Questions"]

This document is: httpdwmarwr. ebi. ac ulcfag/coi-binfoo Mile=1

[Appearance] [Show This Eatire Category]
Thiz iz 2 Bae (0 thfatie 2 717

Frequ, .. rﬂ'




) GO Downloads - Mozilla Firefox

Archivo  Editar  Wer Historial  Marcadores  Herramientas  Awuda

) \) ﬁ [lbjj -Efg ‘:g) 5 hikp:f v, geneontology . org GO, dovwnloads, shkml

,Prlmems pasos B Ultimas noticias ﬁf Colarte | El Arte en C.. .Paglna de Inicio de Mo, ; .

Coogle @ | gene antology ¥ |ClBuscar (D g TageRankARL o ector artografica ([

“" G0 Downloads o |\";" Gene Ontology - Wikipedia, the free enc... _jl

Search |

fhE’ GE’FIE’ OntO{Ogy |geneu:urpru:teinnamev|

Open menus

e GO Downloads

FAQ

Downloads

ection con ten ts | ".E{GO: ; pasarse; a dar un pasea; Funcionar i

Ontologies

Annotations =e the GO Tools section for software downloads,
Database
ntology file downloads: GO terms and relationships in a variety of formats

Mappings to GO
Teaching Resources Annotation file downloads: associations between gene products and GO terms submitted by members and
Qther files associates of the GO consortium
FTP and C¥S downloads
Tools
BT e T Mappings to GO: mappings between GO terms and concepts from other databases, for example, UniProt
About GO keywords, Enzyme Commission number and Reactome pathways

O database: combined annotation and ontology data

Contact GO Teaching resources: presentations, tutorials and posters on the Gene Ontology

Site Map Other files, including ontology-related files

Downloads via FTP and CVS . access defails for the GO FTP and CWS sites

Back to top

Last modified Tuesday, 23-Jan-Z007 07:10:08 PST

@ 13.751s
f,,' Inicio ¢ . @B gibali.. | EH3Mc. - @@adbe. | @W2ZExp. - EES5Mc.. ~| i Dbujo.. | /7 Templa..




©) GO Ontology Downloads - Mozilla Firefox

Archivo  Editar  Yer Historial Marcadores  Herramientas  Awuda

CER

= = — F
% ) Q E; l‘,;) E}j @ http: i fwwawe, geneontology, orgf G0, downloads, ontology  shkml

oQ

ooy

P Primeros pasos B Dltimas noticias @ Colarte | El Arte en ... Pégina de Inicio de Ma... .

Gox ngff 2 gene ontology v (| Buscar \,)q‘a"_jj miﬁa"k"ff Corrector ortografica ()0

@ GO Ontology Downloads G |"ﬁ' Gene Onkology - 'Wikipedia, the free enc,.. J" Qoo Caracol Radio

the Gene Ontology

Search | |

| gene or protein name V|

Open menus

o Ontology Downloads

Fag

Downloads
Ontalogies Current Ontology File Downloads

Annotations Ontology File Archives

Database

Mappings to GO Ontology File Downloads

Teaching Resources
Terms, definitions and ontology structure,
Other files

FTP and C¥5S downloads | Current ontology statistics:

Tools
as of March 4, 2007 at 14:00 Pacific time:

22898 terms, 96.3% with definitions.

Documentation
About GO

Contact GO 13288 biclogical_process
Site Map 1869 cellular_component

7529 molecular_function

ere are 1095 obsolete terms not included in the above statistics,

Download GO ontalogy files

Esperando wanw, google-analytics.com. ..

'l"' mfﬂiﬂ €9 2 Firefox - r ﬂ"! Globalink ... [ E 3 Mictos... - [ ﬂ Adobe Ac... [ fim 2 Explor... = F ﬁ 5 Micros.,. - F i Dibujo - P...




Mappings of External Classification Systems to

Archivo  Edikar  Mer Historial Marcadores Hetrramientas  Ayuda
O) D E [‘).P? -Elg \;;):l 5 htkpe /v geneontology , org 0 indices, shkml#map L @ ?: 'J'\l

,Prlmeros pasos multlmas noticias E‘r Colarke | El Arte en .. Pagma de Inicio de Ma.. E‘r .

©J Mappings of External Classification Systems to GO - Mozilla Firefox

Goc ngf & | gene ontology L (5| Buscar \:.l & Piiﬁank'?f Corrector ortografica () EOpciones & @ gene @ ontology

*". Mappings of External Classification... G |“' Gene Onkology - Wikipedia, the fres enc,.. 2

n k.

%3 Mozilla Firefox
Archivo Editar Wer Historial Marcadores  Herramientas  Avuda

O) \’ \) ﬁ L')_;j & @ - hikkp: e, geneontology . org/external2gofcog2go 2 @ a

-

P Primeros pasos B Oltimas naticias '~1%r' Colarte | El Arke en C... .F‘égina de Inicio de Ma. .. "ﬁf’ .
Go ngﬁ 2 ' gene onkology L 4 (G Buscar \:) &5 Dagehankas; 2fi Q EOpcinnes & @ gene @ ontolog

- http:/ /www.gene...ernal?go/cog2go 5 |“" Gene Ontology - Wikipedia, the free enc... _}l

lsrerzion: jReviszion: 1.3 §

'date: §Date: Z007/03/01 16:39:54 §

'Mapping of COG to GO terms.

'Michael Ashburner & Jane Lomax

Mses: http://uvw.nebhi.nlm.nih. gov/ cogi-hin/ COG  palox?fun=all
M=es: http://wvww.nchi.nlm.nih.gov/cgi-hin/ COG/palox?sys=all
'Downloaded 20031103

1

COG: Information storage and processsing > GO,

Co%:J Translation, ribosomal structure and biogenesis > GOitranslation ; G0:0043037
Coz:J Translation, rikosomal structure and biogenesis » GOrrikbosowe biogenesis @ GO:0007046
COZ:J Translation, rikosomal structure and biogenesis > GOistructurasal constituent of rikbosowe ; GO:0003735
COG:J Translation, ribosomal structure and biogenesis > Goiribosowe ; GO: 0005540
CoG:J TRANSLATION FACTORI AND ENZYMES INVOLVED IN TRANSLATION » GO:translation ; GO:0043037
Coc:J TRANSLATION FACTORS AND ENZIYMES INWOLVED IN TRANSLATICN > Go:translation factor activity, non-nucleic acid binding
CoZ:J TRANSLATION FACTORZ AND ENZIVMES INWVOLVED IN TRANSLATICON > GoO:translation factor activitcy, nucleic acid binding @ G
CoGid AMINOACYL-TERMNA SYNTHD ALTEFMATIVE SY3ITEMS FOR AMING ACID ACTIVATICH > GOiawino acid activation ; GO:00430
CoG:J AMINOACYL-TEMA 3IVNTH I ALTERNATIVE 3¥3ITEM3 FOR AMINO ACID ACTIVATION > GO:tBMNA ligase actiwvity ; GO:000451
CoG:J RIBOZOMAL PROTEINS - SMALL SUEBUNIT > GO:structural constituent of ribosowe ;@ GO:0003735
CoG:J RIBOSOMAL PROTEINS - SMALL SUBUNIT > GO:small ribosomal subunit ; GO:0015935
CoG:J RIBOZOMAL PROTEINS - LARGE SUEUNIT > GO:structural constituent of ribosomwe ;@ GO:0003735
CoOG:J RIBOIOMAL PROTEINS - LARGE SUBUNIT > GO:large ribosomal subunit ; G0:0015934
3 COG:E Transcription > GO:transcription ; GO:0006350
COG:E DNA-DEPENDENT ENA POLYMERASE SUBUNITS > GO:DWNA-directed FNA polvierase II, holoenzyme ; G0:0016591
COGiE DMA-DEPENDENT BNA POLYMERASE SUBUNITS > GO:DNA-directed FNA polviwerase III cowplex ; GO:0005666



GO Teaching Resources

%) GO Teaching Resources - Mozilla Firefox E]g|

Archivo  Editar  YWer Historial Marcadores Herramientas Ayuda

N 1 —3 -';?.r'a_':l & - - -
0) )I © \) E'l [’j..;) ‘5 ".‘;):] "5 hitpeffwww, geneontalogy . orgfGO. keaching, resources. shiml oq

,Primeros pasos aﬂlltimas naticias '\3 Colarte | El Arte en C... Pégina de Inicio de Ma... 3 .

Coc ngf 2 ' gene ontology L (| Buscar Ocﬁf_) Paiﬂa"k";‘f Corrector ortografico \:.l

*" G0 Teaching Resources G I‘\."'.'r Gene Onkology - Wikipedia, the free enc... _,}" g?) EL TIEMPC,COM - Moticias
Other files

FTP and CYS downloads
Tools Tutorials

Presentations

Documentation Posters

About GO Sample Annotation Sets
Contact GO
Site Map

Presentations

Title and author Date Download

what's New in GO? Jamuary -
Jennifer Clark (EBI} 5007

Chicken and Cow Bioinforrnatics Meeting

Introduction to the Gene ontology, AmiGO and GO website tutorial January ppt
Jennifer Clark (EBI) 2007

Detailed introduction to all aspects of the GO project

CRIBI, University of Padua

Introduction to the Gene Ontology January ppt
Jennifer Clarlk (EBI) 2007
Brief overview of the GO project

GO Annotation January opt
Rarna Balakrishnan 007

Flant and Animal Genome =Y Conference

San Diego, California

GO Tools P opt
Rarna Balakrishnan -

hd
& 14.5935

PO F i | . . ALY i g - o
] .' ,ﬂfcfﬂ t_‘) G0 Te... r# Globali.. . rm F Mic... = rﬂ Adobe ... rﬁ 2 Expo.. = rﬁ 5 Mic., = rﬂb Dibuja ... r(_r., Templa. .. s r& '3),“- o7:10 p.r.




© Gene Ontology Tools - Mozilla Firefox

archivo  Editar  Wer Historial Marcadores Herramientas Awvuda

) @ ﬁ r";;) :;j? g:g:’ http: v . geneontology, org/@0. tools, shkml a4 @ ?,

P Primeros pasos £ Ulkimas naticias E Colarke | El Arke en Z. .. Pégina de Inicio de Ma. .. ‘J .

Gox Jgh: @ | Jiliana gonzalez ¥ P Gleuscar D 52 F@iﬂank"f}c Corrector artoardfica (D EOpciones & @ liliana @ gonzalez
@ Gene Ontology Tools G | /' RCN Radin - Cadena Basica ;Bl

&

Search | | a
the Gene Ontology (gne or protein nermeld] ||

2 Tools for, Searching and Browsing GO - Mozilla Firefox E@§|

Archiva Editar ¥er Historial Marcadores Herramientas  Awuda

Open menus

Home ~ - < =N

) \) K’;} 5;‘1 @ 5 httpe ffwsww.geneontology. org/E0, tools browser s shiml
FaQ ¥ ’ ﬁ 3 . 2
Downloads ’Primeros pasos Dﬁlltimas naticias 3 Coldrte | ElArte en C... Pégina de Inicio de Ma... 4: .

aals Gox .lgll: @ | liiana gonzalez ¥ |G Buscar Oq‘%’j Paiﬂanm\]}c Carector ortograficn () EOpciones & @ liliaria @ gonzalez
LornmpgioneE U S [TOF Oo0WnIoaaanlie TooTs]

Browsers
Microarray toals
L ey — Unless stated otherwise, tools are free for academic use,

Cther tools

AmiGO E) @
Submit New Tools The Gene Ontology Consortium -

Documentation Mo publication

2 <
About GO AMIGD provides an interface to search and browse the ontology and annotation data provided
Contact GO

by the GO consortium, Users can search for gene products and view the terms with which they are assodated;
Site Map alternatively, users can search or browse the ontology for GO terms of interest and see term details and gene
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Component Ontology Terms and unique identifiers

Function Ontology The structure of a GG term is very simple. At its bare minimum, each GO entry consists of a term name (e.g.
Process Ontalagy cell) and a unique, zero-padded seven-digit identifier {or accession number) prefixed by GO: (e.g.

G0 slim Guide G0:0005623), which is Used as a unique idenfier and database cross-reference. The same number range is
uUsed across all three ontologies, The numeric portion of a GO ID does not have any 'meaning’ or relation to the
T —— position of the term in the ontologies; instead, ranges of GO IDs are assigned to specific groups or individual
curators, 5o a GO 1D can be used to trace who added a term.

Contact GO
Site Map Secondary IDs

Terms may have one or more secondary 1Ds, alternate IDs that refer to the term. Secondary 103 come about
when two or more terms are identical in meaning, and are merged into a single term. All terms IDs are
preserved so that no information (for example, annotations to the merged IDs) is lost, More information on
Listo the protocols involved can be found in the documentation on term merges .,
I H H FrLs . -
inicio ) Gene O Synonyms

Any term may, but does not need to, incude one or more synonyms (e.g. type [ programmed cell death is a
synonym of apoptosis). Synonyms are assigned a relationship to the primary term string; see the
documentation on synonyms for more information.
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GO Annotation Guide
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References and Evidence

Ewvery annotation must be attributed to a source, which may be a literature reference, another database or a
computational analysis.

The annotation must indicate what kind of evidence is found in the cited source to support the assocdation
between the gene product and the GO term. A simple controlled vocabulary is used to record evidence:

mMP inferred from mutant phenotype
IGI inferred from genetic interaction [with <database: gene_symbollallele_symbaol]=]
IPI inferred from physical interaction [with <database: protein_name>]
1SS inferred from sequence or structural similarity [with <database:sequence_id>]
IDA inferred from direct assay
IEP inferred from expression pattern
IEA inferred from electronic annotation [with <database:id=]
TAS traceable author statement
NAS non-traceable author statement
N no biclogical data awvailable
inferred from reviewed computational analysis

inferred by curator [from <GSO id=]
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What is AmiGO?

Web application that reads from the GO Database
(mySQL)
Allows to

" pbrowse the ontologies

" view annotations from various species

" compare sequences using BLAST (GOst)



AmiGO
http://www.godatabase.org

the Gene Ontologv

SLETe )  Advanced Search  BLAST search  Browse  Help
AmiGO

Search, browse and visualize Gene Ontology data

Search the Gene Ontology database

* GO terms|  gene symbols or names [~ exact match

Last updated 2006-12-31

Copyright ® 1999-2006 the




Basic Search

the Gene Ontology

Advanced Search  BLAST search  Browse

Search, browse and visualize Gene Ontology data

Search the Gene Ontology database

* GO terms gene symbols or names [ exact match

the Gene Ontology

Advanced Search  BLAST search  Browse
AmiGO

Search, browse and visualize Gene Ontology data

Search the Gene Ontology database
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Term Search Results

17 re9

Filter Terms——

Ontology Remove all filters

All

Biological Process
Cellular Component
Molecular Function

ld(s) term name, synonyms

Set filters

Term Ontology
biological process

biological process

biosynthesis, peptide modification [show def] [view associations] biological process
catabolism biological process
biol

iological process

iations]

metabolis

transport [sho™e

transporter activity [show def] [view associations] molecular function

inding [show def] [view associations] molecular function

able [show def] [view associations] cellular component
able formation [show def] [view associations]
ap [show def] [view associations] cellular component
apping protein of dynactin complex [show def] [view associations] cellular component
ortical patch [show def] [view associations] cellular component
ortical patch assembly [show def] [view associations] biological process

ortical patch distribution [show def] [view associations] biological process

ortical patch localization [show def] [view associations] biological process

‘actin: cross-linking activity molecular function

To update annotations, use the molecular function terms 'actin filament binding ; GO:0051015' and 'protein binding, bridging ; GO:0030674".



More on term search results

iosynthesis [show gef] [v

iosynthesis, peptide formation [show def] |

iosynthesis, peptide modification

i catabolism  [show gef] [view associations]

; transport [show gef]

transporter activity [show def] [view associations]

Term Associations

Filter your results
Filter
Species Data source Evidence Code s Direct s

Al Al JAll Curator Approved| _
IA. thaliana @ cco IC _Remove all filters

B. anthracis str. Am 4| |dictyBase 4| IDA
B. taurus ¥ | [FlyBase v| lIEP

‘ [ Set filters |

Gene Product Associations to actin binding ; GO:0003779 and its children

Get this data as RDF-XML.

actin binding ; G0:0003779
Interacting selectively with monemeric or multimeric forms of actin, including actin filaments.

Qualifier Name / Symbol Information

1433G_SHEEP i | protein from Ovis aries
YWHAG: 14-3-3 protein gamma (Fragments)

4933400A11Rik gene from Mus musculus

Abll_mapped gene from Rattus norvegicus
v-

| gene from Mus musculus

| gene from Mus musculus
actin binding LIM protein family, member 3

ABLM1_HUMAN protein from Homo sapiens
ABLIM1, ABLIM, KIAAQ059: Actin-binding LIM protein 1

abnA gene from Dictyostelium discoideum
actobindin

gene from Dictyostelium discoideum

gene from Dictyostelium discoideum

Evidence

188
With UniProt:P11576

RCA

1ss

With NCBI gi:2507239

1ss
With NCBI gi:2507239

With NCBI gi:2507239

Reference
UniProt:P68253

PMID:12466851
PMID:11864995

PMID:9245787

PMID:9245787
DDB REF:10155
DDB REF:10155

DDB REF:10155

Assigned by

Proteome Inc.

(via UniProt)
MGI

RGD

MGI

MGI

Proteome Inc.

(via UniProt)
dictyBase

dictyBase

dictyBase

biological process

biological process

cellular component

ological process

cellular component




Term Details Page

alcohol dehydrogenase activity

(Term information # Term lineage # External references 8 Term associatiom

o — —

Term Information

Accession G0:0004022

Ontology molecular function

Synonyms narrow: alcohol dehydrogenase (MAD) activity
Definition

Comment None

Back to top

Term Lineage

Term View Options
’V = Term ancestors ¢ Term parents, siblings and children

all : all [179191]
@ G0:0003674 : molecular_function [137229]
© GO:0003824 : catalytic activity [44488]
@ GOD:0016491 : oxidoreductase activity [7694]
© GO0:0016614 : oxidoreductase activity, acting on CH-OH group of donors [1268]
JEVI ol & PYaT-E of donors, NAD or NADP as acceptor [1083]

@ GO0:0004022 : alcohol dehydrogenase activity [191]

Graphical View
View in tree browser

Back to top

External References

EEC (1)

InterPro (6)
[ MetaCyc (1)
ALCOHOL-DEHYDROG-GENERIC-RXN
] Pfam (1)
PF02315 MDH
PRINTS (3)
E ProDom (1)
PD011584 CytC_adh
EuMm (1)
-BBD_enzymelD:e0023
E UM-BBD_enzymelD (1)
e0023

Back to top




the Gene Ontology

Advanced Search  BLAST search  Browse Help
AmiGO

Search, browse and visualize Gene Ontology data

Search the Gene Ontology Paiagge

frims
© GO terms |© gene symbols or namesi®
Submit Query

10 results for im5: in field(s) name(s), symbol, synonyms
Filter results

Filter Gene Products Filter Gene Products by Associations————
Species Data source Evidence Code Ontology
1l m WAl Il Curator Approved Al
. thaliana CGD IC Biological Process

B. anthracis str. Am 4| |dictyBase IDA Cellular Component
B. taurus ¥ | [FlyBase M IEP Molecular Function

Remowe all filters

protein from Aotus trivirgatus

QEDTWO_AOTTR  protein from Aotus trivirgatus
TRIMSi/cyclophilin A fusion protein (Fragment)

Q6DTW1_AOTTR : protein from Aotus trivirgatus
TRIMSi/cyclophilin A fusion protein

Q6QWES_MACMU dein from Macaca mulatta
{TRIMS: Tripartite motif-containing 5 gamma isoform

 protein from Homo sapiens

. protein from Homo sapiens

. gene from Mus musculus

gene from Rattus norvegicus

gene from Mus musculus

protein from Homo sapiens




Gene Product Detalls and
Annotations

Q6DTWO_AOTTR

Information

Name(s) TRIMS/cyclophilin A fusion protein (Fragment)
Type protein

Species i

Synonyms

Database

Sequence View sequence ; :use as BLAST query sequence:

Back to top

Term Associations

Filter results
Filter Associations: Se
Evidence Code Ontology

Il Curator Approved Il Remove all filters
Biological Process

Cellular Component
Maolecular Function

ters

Qualifier Ontology Evidence Reference Assigned by
molecular function UniProt:Q6DTWO  UniProt

UniProt

UniProt

UniProt

Back to top




Browsing the Ontologies

the Gene Ontology

Search  Advanced Search  BLAST search  Browse

Filter results

Filter by ontology: Filter Gene Product Count 3

Ontology Data source

L = R Il filt
Biological Process CGD m emove aF THers
Cellular Compaonent dictyBase 4
Molecular Function FlyBase 3
g i all [179187] & Graphical View
1) GO:0008150 : biological_process [138781] Permalink
# (50L.5C05575 : cellular_component [116587] gw":“j as:hlLf'l
ownload as Tlat file

@ GO:0003674 : molecular_runzti~n [137225]

F all : all [179191] %
Node has children, can be clicked to view children E © GO:0008150 : biological_process [138785] #
B Node has been opened, can be clicked to close = © G0:0009987 : cellular process [80327] @
@ G0:0007155 : cell adhesion [1572]
@ G0:0007154 : cell communication [13187]
@ GO:0030154 : cell differentiation [4058]
@ G0:0008037 : cell recognition [125]
@ GO:0050875 : cellular physiological process [73515]
@ G0:0050794 : regulation of cellular process [13908]
GO:0007275 : development [14793]
@ G0:0021700 : developmental maturation [221]
@ GO:0040007 : growth [3481]
G0:0051704 : interaction between organisms [1595]
2 GO:0007582 : physiological process [B3477]
T G0:0043473 : pigmentation [128]
@ GO:0050789 : regulation of biclogical process [17377]
@ G0:0000003 : reproduction [4600]
@ GO:0050896 : response to stimulus [16763]
@ G0:0016032 : viral life cycle [335]
@ G0:0005575 : cellular_component [116591]
@ G0:0003674 : molecular_function [137229]

M | ecaf node or no children

HEHEMM

#E |s_a relationship

3]

e

i Part_of relationship

pie chart summary of the numbers of gene products associated

HEHEHBEEHEHAE
=]

any immediate descendants of this term in the tree.

B E



&) AmiGO Pie Chart Yiewer - Mozilla Firefox

archivo  Editar  Wer Historial Marcadores Herramientas Awvuda

& ) \) E ; E',;) Eij ‘t? " http:/{amigo.geneontalogy  orgyogi-bin amigofgo. coirview=detailsfaction=summsz

"Prlmeros pasos Bulhmas noticias ﬂr Colarte | El Arte en C.. Paglna de Inicio de Ma.. é .

Google @ | fliana gonzalez o) | ClBuscar O g2 FameRankAR o rector ortografica (D d opciones &% [ lilana [@) gonzalez

Gene Products Annotated Below all

All data sources included.

rolecular_function

bialogical_process

[ ——
12 Inicio




3 AmiGO Graph Viewer - Mozilla Firefox

archivo  Editar  Wer Historial Marcadores Herramientas Awvuda

" 7 g; @ i - f
@) ) i\) E)}) E}j ‘% " http:/{amigo.geneontalogy  orgyogi-bin amigofgo, cgiraction=dotty Beviev=detailsa .4 @ ?,

P Primeros pasos £ Ulkimas naticias ’E Colarke | El Arke en Z. .. Pégina de Inicio de Ma... & .

Google @ | fliana gonzalez o) | ClBuscar O g2 FameRankAR o rector ortografica (D d opciones &% [ lilana [@) gonzalez

the Gene Ontology AmiGO
arch  BL earch Brc Help

Search GO | | @Terms O Genes or proteins [ Exact Match

all Graphical View

Sraph Wiew Options

Layout [Verical ] Box Color [Whie ¥ Text Color [Blus %] Format | Graphic View ¥

bio kb gical_process cellubi_compo nent e ks lar_Tunction obsalzie_hiological_p mcess obsalzie_ce llul_component ohzol=te_molscubr_function
GO 0008150 GON005575 GO 0003674 obss leke _hiolo gical_p mcess obsslele_cellular_component whulete_molecubr_function

Last updated 2007-03-04
How can we improve AmiGOo? Send us your suggestions
Copyright @ 1999-2007 the Gene Ontology + Contact GO
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Annotations associated with a
term

Term Associations

Filter your results

Filter ions- View association -
Set filters
Species Data source Evidence Code IV = All associations " Direct associations -
Al Al WAll Curator Approved
emove all filters
IA. thaliana m CCD Ic m

B. anthracis str. Am 4| |dictyBase IDA &
B. taurus v | [FlyBase v | [IEP Y

Gene Product Associations to alcohol dehydrogenase activity ; GO:0004022 and its children

Get this data as RDF-XML.

alcohol dehydrogenase activity ; GO:0004022

Catalysis of the reaction: an alcchol + NAD+ = an aldehyde or ketone + NADH + H+.

Qualifier Name / Symbol Information Assigned by
gene from Arabidopsis thaliana TAIR

i BLA gene from Drosophila melanogaster NAS FB:FBrf0105495 FlyBase
Alcohol dehydrogengss IDA
NaAS FB:FBrf0123313
‘Adhl gene from Mus musculus TAS PMID:12027900
alcohol dehydrogenase 1 (class I}

Adhi gene from Rattus norvegicus Iss 580654
alcohol dehydrogenase 1 (class I) With MGI:87921

TAS PMID:12631290
ADH1 gene from Candida albicans NAS PMID:7997178

Ier PMID:8686375
With SGD:S000005446
Wwith S| 00004688
With SGD:5000004918
ISS PMID:8686375
PMID:1777830

With 5GD:5000005448
ADH1 BLAST | protein from Oryza sativa IDA PMID:2562760 Gramene
Alcohol dehydrogenase 1. PMID:2562760
PMID:2562760
GR REF:8030

ADH1 gene from Saccharomyces cerevisiae PMID:6985717
alcohol dehydrogenase




Advanced searc

the Gene Ontology

=By Advanced Search [B=] N4 BEEETG Browse

Advanced Search

Search the Gene Ontology database

Enter your query

To search for more than one term or gene product, separate your queries with a line break.

[~ Exact match

OR upload a text file of queries: I

Browse... |

Search type
“Terms
Search field
[+ Term name
v Synonyms
[~ Definition
[~ Comment

[~ All fields

[~ Database cross-references

Filter results

" Gene Products

Search field

[~ Gene or protein name(s)
[+ Gene symbol

[~ Synonyms

[~ Accession or database ID
[~ Sequence accession

Ontology

Species

The evidence code, species and database filters only apply to the gene product search.

Data source Evidence Code

]
Biological Process
Cellular Component
Molecular Function

]

. thaliana
B. anthracis str. Am
B. taurus

m All m Il Curator Approved
CGD IC .
IDA

4 dictyBase i
¥ | |FlyBase v | |IEP




Filters

Filter results

The evidence code, species and database filters only apply to the gene product search.

Ontology Species Data source Evidence Code

All
Biological Process A, thaliana

Cellular Component B. anthracis str. Am
Maolecular Function B. taurus




GOST-Gene Ontology blaST

Blast a protein sequence against all gene products that have a
GO annotation

Can be accessed from the AmiGO Home page (front page)

the Gene Ontology

Search  Advanced Search Browse  Help

BLAST Search

The sequence search is performed using either BLASTP or BLASTX (from the WU-BLAST package), depending on the type of the input sequence.

GOst Query

Enter a UniProt accession or upload a text file of queries or paste in FASTA sequence(s)
Sequences should be separated with an empty line.

UniProt accession: [ ]
Text file: I Browse...

FASTA sequence(s):

Maximum number of sequences: 100
Maximum total length of sequence: 3,000,000 residues
BLAST settings

Expect threshold
Maximum number of alignments

BLAST filter: @ On ¢ Off

Submit Query




GOst can also be accessed from the annotations section

Term Associations

Filter your results
Fiter View
Species Data source & All associations (" Direct associations
0

. _ EvidenceCode
i T Curator Approved| T
. thllana 0 o 0 0 [Remove i fers]

B. anthracis str. Am 4| (ictyBase <| oA A
B. taurus ] lriyBase ] e 52

Gene Product Associations to alcohol dehydrogenase activity ; GO:0004022 and its children

Get this data as RDF-XML

alcohol dehydrogenase activity ; G0:0004022
Catalysis of the reaction: an alcohol + NAD+ = an aldehyde or ketone + NADH + H+.
Qualifier Name / Symbol Information Reference Assigned by

r ABA2 gene from Arabidopsis thaliana PMID:12417697 TAIR
ABA DEFICIENT 2

r Adh [ afhe from Drosophila melanogaster FB:FBIf0105495 FlyBase
Alconol dehydrogenase FB:FBIf0112152

FB:FBf0123313
gene from Mus musculus PMID:12027900

Adh1
alcohol dehydrogenase 1 (class I)

Adh1 gene from Rattus norvegicus 1ss RGD:1580654
alcohol dehydrogenase 1 (class 1), With MGI:87921

TAS PMID:12631290
ADH1 gene from Candida albicans NAS PMID:7997178

G1 PMID:8686375
With $GD:5000005446

With SGD:S000004688

With SGD:S000004918

1ss PMID:8686375

158 PMID:1777830
With $GD:5000005446

ADH1 protein from Oryza sativa DA PMID;2562760  Gramene
Alcohol dehydrogenase 1 1= PMID:2562760
1ss PMID;2562760
RCA GR REF:8030
With
InterPro:1PR002085
With
InterPro:IPRO02328
ADH1 gene from Saccharomyces cerevisiae  IDA PMID:6985717
alcohol dehydrogenase

Query Summary

5FB [EBgrDO0O0SS - symbol:Adk "Alackol dehydrogenase” speaies 7227 "Drosophila

Parameters melanogaster” [60:000806% "ethanol oxidation” evidencesHA3]

Threshold: 0.1 [50:0004022 "aleohol debypdrogenase activity” evidences1DA;HAZ]

[50:0045149 "beharioral response to ethanol” evidencesIMP]

Intarkro: IPRO0234T BEam:PIODI08 Unikrot:F0O334 Brosite :PS00DS1

BLAST filter: oft EMBLIAZO14134 EMBL:XTS354 IMBL:XP6335 IMBL:Z00030 UniGane :Dm.6315

Intarkro: IPRO02424 BAHTHER:PTHELSA10 TRINTS :FROL16T

Intarkro: IPRO02425 FRINTS:FROL16S IMEL:MI7S27 IMBL:MITE2S

Query seQuence EMBLIMI9S47 IMEL:MITS30 EMEL:MLTES1 EMBL:MITS32 IMEL:MITS33

symbol:Adh “Ixosophila “ lmtexPro: IFRO0Z347 Bfow:EEONI06 Unibrot :RODGI Brosite:PS00081 EMEL:AEOLA1SA EMIL:X76964 EVDLIX9S056 EMBL:200030 Unibene Im.6818 InterBro: [FMI0Z424 RATHER :PTRRIS10 FRINDS :PROILE? Interkro:IPROD2425 PRINTS :FRO EMBL:MLTE34 IMBL:MI7TE55 IMBL:MITE56 EMBL:MITS37 INMBL:M22210

ETCTHENYIT EMBL:MET239 IMBL:MI6SS0 EMEL:X60751 EMBL:X60792 IMEL:XS0793

RINEKVIVETTRTIVTE EMBL:U20765 EMBL:AE17S211 EMBL:AELTS212 EMBLIAFLTS213 EMBL:AF1TS214
EMBLIAFL7S21S EMBL:AF17S216 IMPL:AT175217 EMBL:AT175218
EMBL:AF175219 EMBL:AF175220 EMBL:ATOS0227 EMBL:BTO12435 EMBL:MI7545
PIR:A93305 FIE:1MGS KEGG :dme :CG32954-2A FlyFase :Thgn0000OSS

Length = 255

Maximum number of alignments shown: 50

POVREKLLAHPTOFSLACAENE XA TELHONGA TWKLDLOTLER TQWIVE.
wse1

High Scoring Gene Products

Seore = 1311 (4866 bits), Trpect = 2 De-154, ¥ = 2 Je-134
Identities = 255/255 [100%), Positives = 255/255 (100%)

Species Score(P)
o Quaxy: 1 STTLTHKHVIF¥AGLGG 16 LI TSKELLK RILKNLYILIRIENFAR INELKATHEK VIVTE &0
Adh, Alcohol dehydrogenase Drosophila melanogaster 2.3e-134 T TLTHKHYITHE L6 16 LI ToF ELLK FVLKNLF LD R TENFAR IRE LKA INEKVTTE

ADH_DROIN, Adh: Alcohol dehydrogenase Drosophila insularis 1.5e-121 Sbjar: 1 SETLTHKHVIEWAGLEG 16 LITSKELLE FILKHLYILIEIENFAR IRELKA THEK WIVTE &0
ADH_DROEQ, Adh: Alcohol dehydrogenase Drosophila equinoxialis 1.5e-121 Query: 61 YRTIVTVEIAETTKLIKTIERQOLETFIVLINGAG ILIDH) IEKTIAVHETCLYNTTIRIL 120
ADH_DROPU, Adh: Alcohol dehydrogenase Drosophila paulistorum 1.5e-121 YPTIVTVE IAETTKLIKTIFARLKTVD VL INGAG TLD DEN TERTTAVN TG LVNPTTA 1L

Sbjet: &1 YEYDVTVEF IAETTK LIKTITAQLKTYDVLINGAG ILDDHD IERTTIAVH YTELYNTTTRIL 120
Adhr, Adh-related Drosophila melanogaster. 1.9e-43
. Ouexy 121 DEWDKREGGEGGITCH IGSWISEHATYOVEFYSETKARTNITSSTAKLAR ITGVIRYTY 180
[Fbp2, Fat body prot; D hila melanogaster. 3.0e-31 DEWDKRKGERGE T ICH TGS VIBEHA TY0VEVYSETKARTHETISLAKLAR ITS VIR YTY
zgc.sssgs Danio rerio 5.8e-19 Sbjet 121 DEWDKREGGEGGITCH IGSWISEHATYOVEFYSETKARTNITSSTAKLAR ITGVIRYTY 180
PGDH_HUMAN, HPGD, PGDH1: 15-hydroxyprostaglandin dehydrogenase [NAD+] Homo sapiens 9.8e-17 fuery: 161 HEGITRTTLYHKTHIWLIVER)VATK LLAE TS LACAEHT A TELAOHGATICLILS 240
" . . HEGITRTTLVHK FHSWLD VEFOVAEK LLAHF TOFSLACALNT WA IELHONGA T LD LG
PGDH_MACFA, HPGD, PGDH1: 15-hydroxyprostaglandin dehydrogenase [NAD+] Macaca fascicularis 9.8e-17 Shbjer: 151 HEGITRTTLVHKEHINLDVERQVREK LLARHTOFSLAGAENETKA IELNOHGA TIKLILS 240

Hpad, hydroxyprostaglandin dehydrogenase 15 (NAD) Mus musculus 1.6e-16

Quaxy: 241 TLIATOWTKEWDSGI 255
Q309F3 BOVIN, NAD+ dependent 15-hydroxyprostaglandin dehydrogenase Bos taurus 3.3e-16 TLEATONTKERNDSG I

Q12998_HUMAN, 15-hydroxy prostaglandin dehydrogenase Homo sapiens 4.4e-14 a1 TLIRIANREDIL 255

b e e M e M M M e M M B |




AmIGO Help

the Gene Ontology AmiGO
Advanced Search  BLAST search m

AmiGO

Search, browse and visualize Gene Ontology data

Search the Gene Ontology database

* GO terms| ¢ gene symbols or names [~ exact match
Submit Query

Last updated 2006-12-31
Terms of use » Disclaimer » GO helpdesk
Copyright & 1999-2006 the Gene Ontology Consaortium_

A Pl -

Advanced search

Browsing GO

Home page

GOst query

GOst results

Gene product comparison

Gene product details
Gene product search
Pie charts

Term associations
Term details

Term graph

Term search

AmiGO Help: Home Page

AmiGO can either search for Gene Ontology terms or for gene products (genes, proteins, etc.) annotated with GO terms. Enter the search terms into the box. Examples of Gene Ontology terms
include 'DNA repair’, ‘protein kinase', or 'mitochondrion’. Examples of genes or proteins include 'DMC1' or 'fuzzy onions'. Pick the type of search by selecting the radio button next to 'Terms' or
'Gene Products'.

For term searches, the search words do not need te be in the same order as they appear in the term name. Gene product searches do need the words te be as they appear in the name or synenym.
To search for an exact word or phrase, select the 'exact match' checkbox.

Click 'Submit Query’, to search and retrieve results.

For more complex searching options, click on the Advanced Search option available on the tool bar on top of the AmiGO pages.

Back to top




